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Abi  Abl interactor 

ABPs  Actin-binding proteins 

ADF  Actin depolimeryzing factor 

ADP  Adenosine diphosphate 

ARPC  Arp2/3 complex component 

Arps  Actin-related proteins 

ATP  Adenosine triphosphate 

BFA  Brefeldin A 

CG   Complejo de Golgi (Golgi complex) 

CI   Compartimento intermedio (intermediate compartment) 

CRIB   Cdc42/Rac-interactive binding motif 

DAD  Dia-autorregulatory domain 

Dbl  Diffuse B-cell limphoma 

DFRs  Diaphanus-related formins   

EGF  Epidermal growth factor 

ERGIC Endoplasmic reticulum-Golgi intermediate compartment 

ERM  Ezrina, Radixina, Moesina 

FH   Formin homology  

GAP  GTPase-activating protein 

GBD   GTPase binding domain 
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ME       Microscopía electrónica (electron microscopy) 
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MLC   Miosin light chain 

MLCK  Miosin light chain kinase 

MLCP   Miosin light chain phosphatase 

MTOC  Microtubule organization center 

MT   Microtubule   

Nap1   Nck-associated protein 

NSF   N-ethylmaleimide sensitive factor 
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N-WASP  Neural Wiscott-Aldrich syndrome protein 

PAK   p21 activated kinase  

PDGF   Platelet-derived growth factor 

PH    Pleckstrin homology 

Pi    Phosphate inorganic 

PI3K   Phosphoinositide 3-kinase 

PI-4P5K  Phosfoinositol-4 phosphate 5-kinase 

PIP2   Phosphatidylinositol 4,5-bisphosphate 
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POR1   Partner of Rac1 

RBD   Rho-binding domain 

RE    Retículo endoplasmático (endoplasmic reticulum) 

ROK   Rho-associated kinase 
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SH3   Src homology 3  

SHD   Scar homology domain 

SL-O   Streptolysine-O 

SNAPs  Soluble NSF attachment proteins 

SNAREs  SNAP receptors 

TGN   trans-Golgi network 

WASP   Wiscott-Aldrich syndrome protein 

WAVE  WASP family verproline-homologous protein 

WB   Western blot 

WH    WASP homology  


